RESEARCH ARTICLE

Autoantibodies against Modified Histone
Peptides in SLE Patients Are Associated with
Disease Activity and Lupus Nephritis
Jürgen Dieker1, Jo H. Berden1, Marinka Bakker1, Jean-Paul Briand2, Sylviane Muller2,
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Abstract
Persistent exposure of the immune system to death cell debris leads to autoantibodies
against chromatin in patients with systemic lupus erythematosus (SLE). Deposition of antichromatin/chromatin complexes can instigate inflammation in multiple organs including the
kidney. Previously we identified specific cell death-associated histone modifications as targets of autoantibodies in SLE. In this study we addressed, in a large cohort of SLE patients
and controls, the question whether plasma reactivities with specific histone peptides associated with serology and clinical features. Plasma from SLE patients with and without lupus
nephritis, disease controls, and healthy controls, were tested in ELISA with histone H4 peptide acetylated at lysines 8, 12 and 16 (H4pac), H2B peptide acetylated at lysine 12
(H2Bpac), H3 peptide trimethylated at lysine 27 (H3pme), and their unmodified equivalents.
SLE patients displayed a higher reactivity with the modified equivalent of each peptide.
Reactivity with H4pac showed both a high sensitivity (89%) and specificity (91%) for SLE,
while H2Bpac exhibited a high specificity (96%) but lower sensitivity (69%). Reactivity with
H3pme appeared not specific for SLE. Anti-H4pac and anti-H2Bpac reactivity demonstrated
a high correlation with disease activity. Moreover, patients reacting with multiple modified
histone peptides exhibited higher SLEDAI and lower C3 levels. SLE patients with renal
involvement showed higher reactivity with H2B/H2Bpac and a more pronounced reactivity
with the modified equivalent of H3pme and H2Bpac. In conclusion, reactivity with H4pac and
H2Bpac is specific for SLE patients and correlates with disease activity, whereas reactivity
with H2Bpac is in particular associated with lupus nephritis.
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Introduction
Autoantibodies in patients with SLE are directed against numerous nuclear constituents
including chromatin [1–2], for which the basic structure consists of DNA wrapped around a
core of histone proteins H2A, H2B, H3 and H4. Approximately 40% of the SLE patients
develop lupus nephritis, where inflammation occurs in the filtration units of the kidney, i.e. the
glomeruli, due to the deposition of chromatin/anti-chromatin complexes [2,3]. Instigation of
the anti-chromatin response in SLE is explained by an insufficient removal of cells undergoing
programmed cell death (apoptosis) or neutrophil extracellular trap formation (NETosis) [4,5].
This leads to the persistent presence of chromatin-containing material derived from death cells
as we have recently shown in SLE patients [6]. The immunostimulatory properties of death
cell-derived chromatin are enhanced by apoptosis-related post-translational modifications
(PTMs) of the N-terminal tails of histones [7]. Characterization of the epitopes of monoclonal
autoantibodies derived from lupus mice previously led to the identification of several apoptosis-associated histone modifications, including histone H4 acetylation at lysines 8, 12 and 16
[8], H2B acetylation at lysine 12 [9], and H3 trimethylation at lysine 27 [10]. The identified histone modifications are also present in non-apoptotic cells, where these have been linked to processes such as the regulation of gene expression. However, we have previously shown that the
amount of these modifications hugely increases when cells go into apoptosis or NETosis [8–
11]. Importantly, autoantibodies in plasma samples of murine lupus models and SLE patients
recognized histone peptides with these identified PTMs more avidly compared to the corresponding unmodified peptides [8–10]. In addition, circulating apoptotic particles in SLE
patients contain chromatin with these apoptosis-associated histone modifications [6]. Recently,
we have shown that these histone modifications are also increased in neutrophil extracellular
traps (NETs) [11]. SLE plasma also contain autoantibodies that recognize several additional
types of chromatin PTMs, like peroxynitrite-treated H2A [12], isomerized H2B [13], and conformational acetylated epitopes [14].
Peptides displaying PTMs are powerful tools for the diagnosis of autoimmune diseases in
which post-translationally modified autoantigens play a pathogenic role [15]. Assays using
peptides that contain citrulline (deiminated arginine residues) are highly predictive and specific for the diagnosis of rheumatoid arthritis [16]. Recently, two distinct subfamilies of anticitrulline antibodies against citrullinated fibrin-derived peptides were identified [17]. In addition, two citrullinated histone H4 peptides were shown to be preferentially recognized by autoantibodies present in the majority of patients with rheumatoid arthritis, but not in SLE [18].
Another example is the use of N-glycosylated peptides as an antigenic biomarker for patients
with multiple sclerosis [19]. The aforementioned studies also suggest that reactivity to specific
modified epitopes can be related to different autoimmune disease manifestations. With regard
to SLE, the diagnostic potential of peptides that contain PTMs remains rather elusive at present. Total chromatin and/or dsDNA are the primary antigens employed in diagnostic assays,
including ELISA, and Farr and Crithidia assays, while histones are used to a lesser extent. In
the past, several histone peptides comprised of different, mostly N-terminal, regions of histones
have been identified as targets for autoantibodies in SLE patients, but these studies did not
include modified residues [20–21]. Although, assays to detect antibodies against chromatin or
dsDNA in SLE display a relatively high specificity and sensitivity, in particular in patients with
lupus nephritis [2,22–23], they also have some drawbacks. The exact composition of the chromatin in the assay largely depends on the source used for isolation, and chromatin modifications obviously vary extensively between different cells or tissues. This might explain why
different studies reported a high variability in specificity and sensitivity when using different
anti-dsDNA and anti-chromatin assays [2, 23]. More importantly, in these cases chromatin/
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dsDNA was isolated from sources that mostly consist of healthy, non-apoptotic cells. Therefore, the isolated chromatin will not possess the same type and amount of PTMs compared to
chromatin derived from apoptotic cells. Therefore, the antigens normally used in the assay do
not represent the actualautoantigens responsible for the induction of the autoimmune response
in SLE patients. Two recent studies, that used advanced microarray-based assays, have underlined the potential impact of modified histone peptides for the diagnosis of SLE [24–25]. These
studies compared the reactivity of sera from a selected group of SLE patients with a range of
different modified and unmodified histone peptides. An enhanced reactivity was observed with
several modified histone peptides compared to the corresponding peptides without the modifications. Importantly, the modifications we previously linked to SLE, i.e. histone H4 peptides
acetylated at lysines 8, 12 and 16, H3 peptides trimethylated at lysine 27 and H2B acetylated at
lysine 12 were among the prime targets for SLE autoantibodies as reported by aforementioned
studies. The highest reactivity was found in SLE patients with a prominent IFN-signature,
which is associated with higher disease activity [24].
In this study we measured the reactivity with our previously identified apoptosis modified
histone peptides in a large cohort of SLE patients with and without nephritis, disease controls
and healthy controls, and evaluated the correlation with serology and clinical parameters.

Methods
Patients
Cross-sectional plasma from 102 SLE patients with active, biopsy-proven proliferative lupus
nephritis (formerly known as WHO class III, IV, Vc or Vd), 76 SLE patients without nephritis,
consecutive sera from 15 SLE patients experiencing disease flares, as well as plasmas from 12
patients with rheumatoid arthritis (RA) and 12 patients with systemic sclerosis (SSc) were collected at the Radboud University Medical Center, the Rheumatology Clinic at Linköping University Hospital, and the University Hospital Erlangen. Plasma samples were taken at the time
of diagnosis. The majority of patients were Caucasian and female, and all patients with SLE fulfilled 4 American College of Rheumatology (ACR) criteria [26]. Disease activity was measured with total SLE disease activity index (SLEDAI) [27], or SLEDAI-2K [28]. Healthy
controls used in this study were age- and gender matched. Oral and written informed consent
was obtained from all subjects. The study protocol was approved by the Linköping University
Ethical Review Board, Sweden; by the Radboud University Medical Centre Ethical Review
Board, the Netherlands; and by the University Hospital Erlangen Ethical Review Board,
Germany.

ELISA and Other Immunoassays
Peptides used for coating were either synthesized using in-house facilities in Strasbourg or
obtained commercially (Abcam, Cambridge, U.K.) and are listed in Table 1. Two μM of peptide
was coated overnight, blocked with 5% fetal calf serum (FCS) in PBS, incubated for 2 hours
with plasma diluted 1:50 and 1:100, and subsequently incubated for 1 hour with horseradish
peroxidase (HRP)–conjugated goat anti-human IgG(H+L) diluted 1:10,000 (Southern Biotechnology, Birmingham, U.S.A.), as previously described.[5] Each patients’ plasma was tested with
all peptides in the same experiment. Reactivity with each peptide was calculated as OD
(450nm) x dilution. Cut-off values were determined as 3x background signal (without plasma)
and were set at 12.6 (H4p), 12.7 (H4pac), 11.7 (H2Bp), 14.7 (H2Bpac), 14.9 (H3p) and 16.9
(H3pme). Peptide coating was checked by incubation with the appropriate lupus mouse-derived
monoclonal antibodies (KM-2, LG11-2, or BT164) [8–10]. Anti-histone, -dsDNA,–chromatin,
and –C1q ELISAs were performed as previously described [29]. Briefly, for the anti-dsDNA
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Table 1. Histone peptides used in this study.
Abbreviation1

Peptide

H4p

H41-22

SGRGKGGKGLGKGGAKRHRKVL

H4pac

H41-22-K8,12,16ac

SGRGKGGK(Ac)GLGK(Ac)GGAK(Ac)RHRKVL

H2Bp

H2B1-18

PDPAKSAPAPKKGSKKAV

H2Bp

H2B1-18-K12ac

PDPAKSAPAPKK(Ac)GSKKAV

H3p

H318-37

KQLATKVARKSAPATGGVKK

H321-34-K27me3

ATKVARK(me3)SAPATGG

ac

me

H3p

Sequence

1

H4p, histone H4 peptide; H4pac, histone H4 peptide acetylated at lysine 8, 12 and 16; H2Bp, histone H2B peptide; H2Bpac, histone H2B peptide acetylated

at lysine 12; H3p, histone H3 peptide; H3pme, histone H3 peptide trimethylated at lysine 27
doi:10.1371/journal.pone.0165373.t001

ELISA, calf thymus dsDNA (Roche, Almere, The Netherlands) was coated overnight in phosphate-buffered saline (20 mg/ml). The anti-nucleosome ELISA, was performed using calf thymus H1-stripped chromatin (kindly provided by Dr R Burlingame, INOVA Diagnostics Inc,
San Diego, California, USA), diluted in phosphate-buffered saline (5 mg/ml). In the anti-histone ELISA, calf thymus total histones (containing histones H1, 2A, 2B, 3 and 4; Roche) were
coated overnight (2.5 mg/ml) in 0.1 M glycine buffer at pH 9. Rest of the assay was performed
as described above for peptides. For the anti-C1q ELISA, plates were coated overnight with 3 g/
well plasma-derived C1q in bicarbonate buffer pH 9.6. Calf thymus-derived chromatin and
total histones tested positive for monoclonal antibodies against non-modified and modified
histones [8–10]. Measurements of anti-dsDNA antibodies in Crithidia and Farr assays were
performed according to local standards, as previously described [30,31].

Statistics
Statistical analysis was performed using SPSS (Chicago, Illinois, U.S.A.) and Graphpad Prism
(San Diego, California, U.S.A.). The one-way ANOVA test was used for comparison of the
reactivity between multiple groups (Figs 1 and 2B, and S2 Table), and p values were corrected
using the Bonferroni’s Multiple Comparison Test. ROC curves were compared using the
Delong method. In addition, the Mann-Whitney U test was used for comparison of two individual groups (Fig 2A), and the Wilcoxon signed rank test was used to compare sets of ordinal
data (S2 Table). Spearman’s rank correlation coefficient was used to compare correlations. P
values <0.05 were regarded as significant, unless stated otherwise.

Results
Reactivity with H4pac and H2Bpac Is Specific for SLE patients, whereas
H2Bpac Reactivity Is Particularly Associated with Lupus Nephritis
A cohort of 178 patients with SLE was tested in ELISA for reactivity with H4pac, H2Bpac and
H3pme, along with their unmodified equivalents (Table 1). The percentage of positive SLE
patients was highest for H4pac and H3pme, followed by H4p, H2pac and H2Bp, and lowest for
H3p (Fig 1). Overall, SLE patients demonstrated a significantly higher reactivity with the modified histone peptide, as compared with the unmodified equivalent. Within the cohort, enhanced
reactivity with the modified equivalent was observed in 84%, 58% and 83% of the patients for
H4pac, H2Bac and H3pme, respectively. SLE patients showed a significantly higher reactivity
with H4p, H4pac, H2Bp and H2Bpac, compared to patients with other autoimmune disease (RA
or SSc), and healthy subjects (Fig 1). For H3p, no significant difference was observed, while
H3pme reactivity was only significantly higher compared to patients with other autoimmune
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Fig 1. Reactivity with histone peptides containing apoptosis-associated modifications and their unmodified
counterparts. Plasma samples from SLE patients were tested in ELISA with the indicated modified histone peptides and
their unmodified counterparts (i.e. H4p, H2Bp, and H3p). Patients with rheumatoid arthritis (RA) or systemic sclerosis
(SSc), and healthy individuals were used as controls. * p<0.01 compared to the unmodified equivalent as determined
using the Mann-Whitney U test; # p<0.01 compared to healthy subjects and patients with other autoimmune diseases and
^ p<0.01 compared to patients with other autoimmune diseases using the one-way ANOVA test. H4p, histone H4 peptide;
H4pac, histone H4 peptide acetylated at lysine 8, 12 and 16; H2Bp, histone H2B peptide; H2Bpac, histone H2B peptide
acetylated at lysine 12; H3p, histone H3 peptide; H3pme, histone H3 peptide trimethylated at lysine 27.
doi:10.1371/journal.pone.0165373.g001

diseases. In fact, patients with RA or SSc tested only occasionally positive for H4P (3/24), H4pac
(3/24), H2Bp (0/24), or H2Bpac (2/24), while a considerable number of these patients tested positive for H3p (11/24) and H3pme (15/24). Higher reactivity of RA/SScplasmas with modified
peptides was sporadically found for H4pac and H2Bpac (1/24 and 2/24 respectively), but more
frequently for H3pme (9/24). There was no significant difference between RA and SSc patients.
Overall the reactivity with modified peptides was not significantly different from that with the
unmodified equivalents for RA and SSc. Samples of healthy subjects also tested occasionally positive for H4P, H4pac, H2Bp or H2Bpac, but the reactivity was always rather low (<20 AU, Fig 1)
and no superior reactivity with modified peptides was found. Surprisingly, we found that the
majority of healthy controls tested positive for H3p and H3pme.
Within the cohort of SLE patients, patients with and without lupus nephritis were compared
(Fig 2). For H4p and H4pac, a higher percentage of positives in patients with lupus nephritis
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Fig 2. Reactivity with histone peptides containing apoptosis-associated modifications and with their
unmodified counterparts in SLE patients with and without lupus nephritis. (A) Plasma samples from
SLE patients with or without nephritis were tested in ELISA with the indicated modified histone peptides and
their unmodified counterparts (i.e. H4p, H2Bp, and H3p). (B) Ratio of the reactivity with the respective
modified histone peptide divided by the reactivity with the unmodified counterpart, for SLE patients with and
without nephritis. In all cases the one-way ANOVA test was used for statistical comparison. * p<0.001. H4p,
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histone H4 peptide; H4pac, histone H4 peptide acetylated at lysine 8, 12 and 16; H2Bp, histone H2B peptide;
H2Bpac, histone H2B peptide acetylated at lysine 12; H3p, histone H3 peptide; H3pme, histone H3 peptide
trimethylated at lysine 27.
doi:10.1371/journal.pone.0165373.g002

was observed, while the median reactivity (Fig 2a) and modified/unmodifiedratio (Fig 2b) was
similar between both groups. For H2p and H2pac SLE patients without lupus nephritis exhibited a lower percentage of positives, a lower median reactivity and a lower modified/unmodified ratio. In addition, patients without lupus nephritis showed a lower reactivity with H3p, a
higher reactivity with H3pme, and as a consequence a higher ratio of H3pme/H3p. For 49% of
the SLE patients with lupus nephritis, versus 28% for patients without lupus nephritis, an
enhanced reactivity with the modified equivalent for all three modified histone peptides was
observed. In addition, the majority of patients with lupus nephritis tested positive for three
modified peptides (75%), while 20% tested positive for 2 modified peptides, 3% for 1 modified
peptide, and only 2% was negative for all of the modified peptides. Patients that tested negative
for H4pac, also tested negative for H2Bpac, while only part of those patients were negative for
H3pme. For patients without lupus nephritis, 35%, 46% and 11% tested positive for three, two
and one modified peptide, respectively.
Sensitivity and specificity were determined for each of the tested histone peptides (Table 2),
and receiver operator characteristics (ROC) curves were calculated (Fig 3). In all cases the sensitivity for the modified peptide was higher compared to the unmodified equivalent, which was
also reflected in the ROC curves (Fig 3a–3c). As shown in Table 2, H4pac showed a very high
sensitivity (88.8%) and specificity (91.3%, compared to all controls), while H2Bpac showed a
high specificity (95.7%) but lower sensitivity (69.1%) and H3pme showed a high sensitivity
(87.6%) but very low specificity (20.0%). H4pac appeared to be the best performer in identifying
SLE patients when compared to all controls or healthy controls (Fig 3a and 3c), followed by
H2Bpac, while differences were smaller when SLE patients were only compared to disease controls (Fig 3b). Specificity for H4pac and H2Bpac was similar when compared to healthy controls
and disease controls (Table 2). Combining reactivity with different modified peptides did not
significantly improve sensitivity and/or specificity. Sensitivity for all peptides, and in particular
for H4p/H4pac and H2Bp/H2Bpac significantly increased when only SLE patients with lupus
nephritis were included in the calculations. Finally, the specificity for H4pac and H2Bpac of
patients with lupus nephritis versus all controls including SLE patients without lupus nephritis,
Table 2. Specificity and sensitivity of (modified) histone peptide ELISAs in SLE patients.
SLE
Peptide1
ac

Lupus
nephritis

Sensitivity (%) Sensitivity (%)

SLE vs. all
controls

SLE vs. healthy
controls

SLE vs. disease
controls

Lupus nephritis vs. all controls
incl. SLE w/o nephritis

Specificity (%)

Specificity (%)

Specificity (%)

Specificity (%)

H4p

88.8

95.0

91.3

87.5

95.5

H4p

49.4

78.2

87.0

87.5

86.4

55.7

H2Bpac

69.1

77.4

95.7

91.7

100

67.2

46.7

H2Bp

63.4

80.4

91.3

100

77.3

63.1

H3pme

87.6

92.2

20.0

37.5

4.6

19.7

H3p

43.8

55.9

58.7

58.3

19.1

67.2

H4pac or H2Bpac

90.4

95.0

87.0

79.2

95.5

42.6

H4pac and H2Bpac

66.3

85.2

100

100

100

74.6

1

H4p, histone H4 peptide; H4pac, histone H4 peptide acetylated at lysine 8, 12 and 16; H2Bp, histone H2B peptide; H2Bpac, histone H2B peptide acetylated

at lysine 12; H3p, histone H3 peptide; H3pme, histone H3 peptide trimethylated at lysine 27
doi:10.1371/journal.pone.0165373.t002
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Fig 3. H4pac appears superior in distinguishing SLE patients from healthy and disease controls. ROC curves for (modified)
histone peptide ELISAs were calculated for SLE vs. all controls (A), SLE vs. healthy controls (B), SLE vs. disease controls (C),
lupus nephritis vs. all controls (not including SLE without nephritis) (D), and lupus nephritis vs. all controls including SLE without
nephritis (E). *, p<0.05 vs. unmodified; #, p<0.01 vs. H2Bpac; ^, p<0.01 vs. H3pme.
doi:10.1371/journal.pone.0165373.g003

was 46.7% and 67.2%, respectively. ROC curves in Fig 3d and 3e confirmed that comparing
SLE patients, including patients with nephritis, with healthy controls and RA/SSc patients
resulted in a high area under the curve for H4pac and H2Bpac, while a lower area under the
curve was observed when lupus nephritis patients were compared with all controls including
SLE patients without nephritis.

Reactivity with H4pac and H2Bpac Correlates with Disease Activity in
SLE Patients
The correlation of reactivities with different peptides, other nucleosomal antigens, and several
relevant clinical parameters was determined for SLE patients with lupus nephritis. The
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Table 3. Correlation coefficients between reactivity with modified and unmodified histone peptides, and other serological assays in patients
with lupus nephritis.
Assay1

H4p ac

H4p
p

H4pac

H2Bp ac
p

H2Bp
p

H3p me
p

H3p
p

p

-

-

-

-

-

-

-

-

-

-

-

-

H4p

0.75

<0.001

-

-

-

-

-

-

-

-

-

-

H2Bpac

0.54

<0.001

0.46

0.02

-

-

-

-

-

-

-

-

H2Bp

0.49

<0.001

0.38

0.03

0.94

<0.001

-

-

-

-

-

-

H3pme

0.58

<0.001

0.53

<0.001

0.38

0.01

0.35

<0.001

-

-

-

-

H3p

0.42

0.001

0.38

0.024

0.52

0.01

0.55

<0.001

0.48

0.001

-

-

dsDNA

0.50

<0.001

0.34

0.007

0.60

<0.001

0.59

<0.001

0.27

0.036

0.42

0.001

Chromatin

0.34

0.007

0.22

0.091

0.40

0.001

0.40

0.002

0.10

0.430

0.28

0.078

Histone

0.25

0.055

0.14

0.273

0.44

<0.001

0.52

<0.001

0.18

0.076

0.38

0.011

C1q

0.20

0.120

0.20

0.121

0.13

0.318

0.13

0.337

0.21

0.111

0.13

0.313

Farr

0.23

0.101

0.21

0.140

0.44

0.001

0.41

0.002

0.18

0.208

0.38

0.006

Crithidia

0.10

0.470

0.14

0.277

0.27

0.290

0.29

0.038

0.08

0.540

0.25

0.056

1

H4p, histone H4 peptide; H4pac, histone H4 peptide acetylated at lysine 8, 12 and 16; H2Bp, histone H2B peptide; H2Bpac, histone H2B peptide acetylated
at lysine 12; H3p, histone H3 peptide; H3pme, histone H3 peptide trimethylated at lysine 27

doi:10.1371/journal.pone.0165373.t003

reactivity towards each modified peptide highly correlated with the reactivity against the
unmodified equivalent (Table 3). For 61 patients the reactivity in ELISA with dsDNA, chromatin, histones, and C1q; and the reactivity with anti-dsDNA antibodies in routine diagnostic
assays (Farr and Crithidia assay) were measured. Anti-H4pac, anti-H2Bpac and anti-H2Bp
reactivity was highly correlated with anti-dsDNA and anti-chromatin reactivity, while reactivity with H4p, H3pme or H3p showed a low correlation with anti-dsDNA and no correlation
with anti-chromatin reactivity. Only the reactivity with H2Bp, H2Bpac and H3p significantly
correlated with anti-histone reactivity. Anti-H2Bpac, H2Bp and H3p showed a significant correlation with the Farr assay. Weak or absent correlations were observed between peptide reactivities and C1q, and the Crithidia assay.
The correlation of reactivity with modified histone peptides with markers for disease activity
was also determined in SLE patients with nephritis (Table 4). Anti-H4pac reactivity significantly correlated with SLEDAI and inversely with C3 levels, while H4p did not show any significant correlation. Anti-H2Bpac and H2Bp reactivity both showed a significant correlation with
SLEDAI and a significant inverse correlation with C3 levels. In contrast, anti-H3pme and H3
reactivity did not correlate with SLEDAI or C3 levels. Reactivity with dsDNA, chromatin or
histones tested in ELISA and anti-dsDNA reactivity quantified by the Farr assay, also correlated with the SLEDAI for these patients. Only anti-dsDNA and Farr showed an inverse correlation with C3. Interestingly, patients who demonstrated reactivity with multiple modified
histone peptides displayed an increase of the SLEDAI and a decrease in C3 levels (Fig 4a). No
significant correlation of anti- H2pac and anti-H4pac reactivity with standard parameters for
renal function were found, although a trend towards a higher incidence of sustained doubling
of creatinine, or relapse in H2Bpac-high patients could be observed (S1 Table, see Additional
file 1.pdf). Time courses of plasma’s from SLE patients covering pre-flare, the flare and the
post-flare periods are rather unique. However, in 11 patients who experienced a disease flare
after initial treatment, and of whom 4 representative patients (S2 Table, see Additional file 2.
pdf) are shown in Fig 4b, a higher reactivity with H4pac could be demonstrated, followed, or
sometimes even preceded, an increase in SLEDAI and/or anti-dsDNA reactivity. No
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Table 4. Correlation coefficients between reactivity with modified and unmodified histone peptides, dsDNA, chromatin or histones, and disease
activity (SLEDAI) or complement C3 levels in SLE patients with lupus nephritis.
Assay1

SLEDAI

C3
p

p

H4pac

0.42

0.01

-0.29

0.023

H4p

0.25

0.056

-0.11

0.390

H2Bpac

0.45

<0.0001

-0.37

0.003

H2Bp

0.44

0.002

-0.37

0.003

H3pme

0.25

0.055

0.08

0.547

H3p

0.14

0.304

-0.22

0.091

dsDNA

0.42

<0.0001

-0.41

<0.0001

Chromatin

0.29

<0.0001

-0.23

<0.0001

Histone

0.36

<0.0001

-0.24

<0.0001

Farr

0.26

<0.0001

-0.31

<0.0001

Crithidia

0.01

<0.0001

-0.19

<0.0001

1

H4p, histone H4 peptide; H4pac, histone H4 peptide acetylated at lysine 8, 12 and 16; H2Bp, histone H2B peptide; H2Bpac, histone H2B peptide acetylated

at lysine 12; H3p, histone H3 peptide; H3pme, histone H3 peptide trimethylated at lysine 27
doi:10.1371/journal.pone.0165373.t004

correlation of reactivity with the respective modified histone peptide with a specific disease
manifestation during the flare was observed.

Discussion
Our study revealed a strong reactivity with multiple modified histone peptides in the majority
of SLE patients with a sensitivity of ~90% for H4pac, and a specificity >90% for H4pac, and
H2Bpac. The reactivity with H4p/H4pac and H2Bp/H2Bpac observed in this study was similar
to previous results obtained in much smaller cohorts of controls and SLE patients [8–9]. In the
majority of the SLE patients, the reactivity with the modified peptides was increased by 25–
100% compared to the unmodified peptide. Reactivity with H3pme showed a high sensitivity,
but demonstrated no specificity for patients with SLE. The unexpected lack of specificity for
anti-H3p/H3pme reactivity in our assay might be due to a decreased accessibility within the circulating nucleosome/apoptotic microparticle, for which we found evidence in a previous study
[6]. Another explanation might be the reactivity against methylated residues in plasmas from
healthy individuals, which has been described before for IgM [32]. Importantly, we demonstrated that the modified peptides H4pac and H2Bpac show an increased specificity and sensitivity compared to their unmodified counterpart. In addition, a higher correlation with disease
activity, before treatment and during disease flares, was observed for H4pac and H2Bpac. Therefore, these modified peptides appear to have a higher diagnostic value compared to their
unmodified counterparts. We have recently shown that circulating histones and apoptotic
microparticles, and in vitro generated NETs from SLE patients contain aforementioned histone
modifications, and that these modified histones, apoptotic microparticles and NETs are very
potent to stimulate the immune system [6,8,11]. Aforementioned histone modifications also
occur in non-apoptotic cells, but in much lower amounts [8–11]. Consequently non-apoptotic
cell-derived chromatin or microparticles have a significant lower immunostimulatory capacity,
as we previously have shown [6,8,11]. Moreover, others have used a large screen of different
modified and unmodified histone peptides, and identified our original panel of histone modifications among the most prominent targets for autoantibodies in SLE patients [24,25].
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Fig 4. Reactivity with (multiple) modified peptides is associated with increased SLEDAI and follow disease activity
during disease flares. (A) SLE patients with nephritis were sorted into groups depending on the number of different modified
histone peptides they show reactivity with, and the mean SLEDAI and C3 levels were compared between these groups. (B)
Examples of reactivity with H4pac and H4p along with the SLEDAI score and anti-dsDNA reactivity in 4 patients that
experienced a disease flare after initial treatment. Patient characteristics are detailed in S1 Table. H4p, histone H4 peptide;
H4pac, histone H4 peptide acetylated at lysine 8, 12 and 16; H2Bp, histone H2B peptide; H2Bpac, histone H2B peptide
acetylated at lysine 12; H3p, histone H3 peptide; H3pme, histone H3 peptide trimethylated at lysine 27
doi:10.1371/journal.pone.0165373.g004
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Therefore, our results also confirm the important underlying role of cell death-modified histones in the development of SLE.
Reactivity with all (modified) histone peptides that were tested showed a significant correlation with anti-dsDNA reactivity. However, anti-H3pme/H3p reactivity did not correlate with
anti-chromatin, while anti-H4pac/H4p and anti-H3pme reactivity did not correlate with overall
anti-histone reactivity. Importantly, chromatin and histones used in the respective assays were
isolated from calf thymus, which contains only a low amount of apoptotic cells and therefore, a
relatively low amount of the (apoptosis- and NETosis-associated) histone modifications.
Indeed, in our hands calf thymus-derived chromatin and histones show reactivity with monoclonal antibodies directed against modified histones, but this reactivity is much lower compared to histones/chromatin derived from apoptotic cells. In addition, non-apoptotic histone
possess other modifications in the same regions, which might interfere with the binding of the
autoantibodies we measure in our anti-peptide assays Therefore, the difference in the type and
amount of histone modifications can explain the lack of correlation that we found between the
reactivity with the panel of modified and unmodified histone peptides, and non-apoptotic
chromatin and histones. We previously observed a sensitivity of 81% for anti-chromatin and
96% for anti-dsDNA in the same cohort of SLE patients with nephritis [29]. Other studies
reported different sensitivities and specificities for anti-chromatin (ranging from 45–100% and
88–100%, respectively), and for anti-dsDNA assays (ranging from 35–74% and 79–100%,
respectively) [2, 33–35]. The specificity of anti-histone autoantibodies for SLE is still under
debate, and the observed prevalence (<50%) in SLE patients is always lower compared to antidsDNA and anti-chromatin reactivity [36,37], as we have previously described [29]. As outlined above, the large variation in sensitivity and specificity found in different studies can likely
be explained by differences in the source and methodology for the isolation of chromatin or
histones [2, 23]. Remarkably, we found no correlation for H4pac/H4p and H3pme with the
Crithidia and Farr assays, and for H3p with Crithidia assay. Note that previously, we also did
not observe a correlation of anti-histone antibodies with Farr or Crithidia [29]. Altogether, we
suggest that using apoptosis modified histone peptides offer a reliable alternative with compatible sensitivity and specificity, as these peptides represent the original autoantigen, i.e. apoptotic
chromatin, more accurately.
Anti-dsDNA and anti-chromatin reactivity have regularly been associated with disease
activity and the occurrence of flares in SLE patients [2, 38–41]. Here, we demonstrate that reactivity with H4pac and H2Bpac correlated highly with an increased SLEDAI score and decreased
levels of C3, and followed disease activity and anti-dsDNA reactivity during flares in some
selected cases we could evaluate. Additionally, an increased SLEDAI was observed in patients
reacting with multiple modified peptides. Patients with a high reactivity with these modified
peptides also appeared to have an increased number of flares or relapses. Therefore, our results
suggest that anti-H4pac and anti-H2Bpac reactivity reflects disease activity.
SLE can manifest in multiple organs, including the skin, kidneys, and brain. Therefore, diagnostic markers that relate to the involvement of specific organs could be helpful. We here
observed distinct differences in anti-peptide reactivity in SLE patients with nephritis as compared to patients without nephritis. In particular, the ratio of reactivity between modified and
unmodified peptide was higher for H2Bpac in patients with renal involvement. Differences in
anti-histone reactivity have occasionally been associated with particular disease manifestations
in SLE patients, including neuropsychiatric lupus [37], discoid lupus [42], and incomplete
lupus syndromes [43]. Furthermore, anti-chromatin, anti-dsDNA, and anti-histone reactivity
are unequivocally correlated to renal involvement [43], while simultaneous positivity for all
three markers has been suggested as a possible marker for severe lupus nephritis [44]. However,
although anti-chromatin and anti-histone reactivity are related to renal involvement,
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measuring these reactivities using conventional chromatin or histones as substrates, is not considered to be useful to differentiate SLE with nephritis from SLE without nephritis [45].
Recently, an important role for anti-H2B autoantibodies, and plasma cells producing them, in
renal inflammation was reported in the murine NZBWF1 lupus model, although no modified
H2B peptides were tested [46]. We found significantly higher anti-H2Bpac reactivity in SLE
patients with renal involvement.
In conclusion, autoantibodies against modified histone peptides H2Bpac and H4pac are specific and highly sensitive for SLE patients with lupus nephritis, and correlate with disease activity. Our results emphasize the central role of cell death-associated histone modifications in
development of an anti-chromatin autoimmune response in SLE patients that we and others
have proposed [4,8–10, 24–25, 47–49]. Obviously, for future application of cell death-associated histone peptides in diagnostic tests, our results would need confirmation by other labs
using additional patient and control cohorts.

Supporting Information
S1 Table. Disease characteristics and renal parameters in SLE patients with nephritis
divided into quartiles based on their reactivity with H2Bpac (similar results were observed
for H4pac).
(PDF)
S2 Table. Characteristics of SLE patients experiencing a disease flare shown in Fig 2b.
(PDF)
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Füllgrabe J, Hajji N, Joseph B. Cracking the death code: apoptosis-related histone modifications. Cell
Death Differ. 2010; 17: 1238–43. doi: 10.1038/cdd.2010.58 PMID: 20467440

8.

Dieker JW, Fransen JH, van Bavel CC, Briand JP, Jacobs CW, Muller S, et al. Apoptosis-induced acetylation of histones is pathogenic in systemic lupus erythematosus. Arthritis Rheum. 2007; 56: 1921–
33. doi: 10.1002/art.22646 PMID: 17530637

9.

van Bavel CC, Dieker J, Muller S, Briand JP, Monestier M, Berden JH, et al. Apoptosis-associated
acetylation on histone H2B is an epitope for lupus autoantibodies. Mol Immunol 2009; 47:511–6. doi:
10.1016/j.molimm.2009.08.009 PMID: 19747733

10.

van Bavel CC, Dieker JW, Kroeze Y, Tamboer WP, Voll R, Muller S, et al. Apoptosis-induced histone
H3 methylation is targeted by autoantibodies in systemic lupus erythematosus. Ann Rheum Dis. 2011;
70: 201–7. doi: 10.1136/ard.2010.129320 PMID: 20699234

11.

Pieterse E, Hofstra J, Berden J, Herrmann M, Dieker J, van der Vlag J. Acetylated histones contribute
to the immunostimulatory potential of neutrophil extracellular traps in systemic lupus erythematosus.
Clin Exp Immunol. 2015; 179: 68–74. doi: 10.1111/cei.12359 PMID: 24758196

12.

Dixit K, Khan MA, Sharma YD, Moinuddin, Alam K. Peroxynitrite-induced modification of H2A histone
presents epitopes which are strongly bound by human anti-DNA autoantibodies: role of peroxynitritemodified-H2A in SLE induction and progression. Hum Immunol. 2011; 72: 219–25. doi: 10.1016/j.
humimm.2010.12.004 PMID: 21182886

13.

Doyle HA, Aswad DW, Mamula MJ. Autoimmunity to isomerized histone H2B in systemic lupus erythematosus. Autoimmunity. 2013; 46:6–13. doi: 10.3109/08916934.2012.710859 PMID: 22967069

14.

van Bavel CC, Dieker JW, Tamboer WP, van der Vlag J, Berden JH. Lupus-derived monoclonal autoantibodies against apoptotic chromatin recognize acetylated conformational epitopes. Mol Immunol.
2010; 48: 248–56. doi: 10.1016/j.molimm.2010.08.003 PMID: 20817300

15.

Papini AM. The use of post-translationally modified peptides for detection of biomarkers of immunemediated diseases. J Pept Sci. 2009; 15: 621–8. doi: 10.1002/psc.1166 PMID: 19714713

16.

van Venrooij WJ, van Beers JJ, Pruijn GJ. Anti-CCP antibodies: the past, the present and the future.
Nat Rev Rheumatol. 2011; 7: 391–8. doi: 10.1038/nrrheum.2011.76 PMID: 21647203

17.

Cornillet M, Sebbag M, Verrouil E, Magyar A, Babos F, Ruyssen-Witrand A, et al. The fibrin-derived
citrullinated peptide β60-74Cit60,72,74 bears the major ACPA epitope recognized by the rheumatoid
arthritis-specific anti-citrullinated fibrinogen autoantibodies and anti-CCP2 antibodies. Ann Rheum
Dis. 2014; 73: 1246–52. doi: 10.1136/annrheumdis-2012-202868 PMID: 23636655

18.

Pratesi F, Dioni I, Tommasi C, Alcaro MC, Paolini I, Barbetti F, et al. Antibodies from patients with rheumatoid arthritis target citrullinated histone 4 contained in neutrophils extracellular traps. Ann Rheum
Dis. 2013; 2014; 73:1414–22. doi: 10.1136/annrheumdis-2012-202765 PMID: 23727635

19.

Lolli F, Mulinacci B, Carotenuto A, Bonetti B, Sabatino G, Mazzanti B, et al. An N-glucosylated peptide
detecting disease-specific autoantibodies, biomarkers of multiple sclerosis. Proc Natl Acad Sci U.S.A.
2005; 102: 10273–10278. doi: 10.1073/pnas.0503178102 PMID: 16014416

20.

Fournel S, Muller S. Synthetic peptides in the diagnosis of systemic autoimmune diseases. Curr Protein Pept Sci. 2003; 4: 261–74. PMID: 14529533

21.

Datta SK. Major peptide autoepitopes for nucleosome-centered T and B cell interaction in human and
murine lupus. Ann N Y Acad Sci. 2003; 987: 79–90. PMID: 12727626

22.

Stinton LM, Barr SG, Tibbles LA, Yilmaz S, Sar A, Benedikttson H, et al. Autoantibodies in lupus
nephritis patients requiring renal transplantation.Lupus. 2007; 16:394–400. doi: 10.1177/
0961203307078391 PMID: 17664229

23.

Rekvig OP, van der Vlag J, Seredkina N. Anti-nucleosome antibodies—A critical reflection on their
specificities and diagnostic impact. Arthritis Rheumatol. 2014; 66: 1061–9. doi: 10.1002/art.38365
PMID: 24470458

PLOS ONE | DOI:10.1371/journal.pone.0165373 October 25, 2016

14 / 16

Reactivity against Modified Histone Peptides in SLE

24.

Price JV, Tangsombatvisit S, Xu G, Yu J, Levy D, Baechler EC, et al. On silico peptide microarrays for
high-resolution mapping of antibody epitopes and diverse protein-protein interactions. Nat Med. 2012;
18: 1434–40. doi: 10.1038/nm.2913 PMID: 22902875

25.

Zhang B, Jarrell JA, Price JV,Tabakman SM, Li Y, Gong M, et al. An integrated Peptide-antigen microarray on plasmonic gold films for sensitive human antibody profiling. PLoS One. 2013; 8: e71043. doi:
10.1371/journal.pone.0071043 PMID: 23923050

26.

Tan EM, Cohen AS, Fries JF, Masi AT, McShane DJ, Rothfield NF, et al. The 1982 revised criteria for
the classification of systemic lupus erythematosus. Arthritis Rheum. 1982; 25: 1271–7. PMID:
7138600

27.

Bombardier C, Gladman DD, Urowitz MB, Caron D, Chang CH. Derivation of the SLEDAI. A disease
activity index for lupus patients. The Committee on Prognosis Studies in SLE. Arthritis Rheum. 1992;
35: 630–640. PMID: 1599520

28.

Gladman DD, Ibañez D, Urowitz MB. Systemic lupus erythematosus disease activity index 2000. J
Rheumatol. 2002; 29: 288–91. PMID: 11838846

29.

Grootscholten C, Dieker JW, McGrath FD, Roos A, Derksen RH, van der Vlag J, et al. A prospective
study of anti-chromatin and anti-C1q autoantibodies in patients with proliferative lupus nephritis treated
with cyclophosphamide pulses or azathioprine/methylprednisolone. Ann Rheum Dis. 2007; 66: 693–6.
doi: 10.1136/ard.2006.065425 PMID: 17135217

30.

Grootscholten C, Ligtenberg G, Hagen EC, van den Wall Bake AW, de Glas-Vos JW, Bijl M, et al. Azathioprine/methylprednisolone versus cyclophosphamide in proliferative lupus nephritis. A randomized
controlled trial. Kidney Int. 2006; 70:732–42. doi: 10.1038/sj.ki.5001630 PMID: 16820790

31.

Arends S, Berden JH, Grootscholten C, Derksen RH, Berger SP, de Sévaux RG, et al. Induction therapy with short-term high-dose intravenous cyclophosphamide followed by mycophenolate mofetil in
proliferative lupus nephritis. Neth J Med. 2014; 72:481–90. PMID: 25431394

32.

Guo S, Liu Y, Ma Y, Zhao Q, Zhu L, Shao Y, et al. Systemic Lupus Erythematosus Patients Contain
Significantly Less IgM against Mono-Methylated Lysine than Healthy Subjects. PLoS One 2013; 8:
e68520. doi: 10.1371/journal.pone.0068520 PMID: 23874652

33.

Compagno M, Jacobsen S, Rekvig OP, Truedsson L, Heegaard NH, Nossent J, et al. Low diagnostic
and predictive value of anti-dsDNA antibodies in unselected patients with recent onset of rheumatic
symptoms: results from a long-term follow-up Scandinavian multicentre study. Scand J Rheumatol.
2013; 42: 311–6. doi: 10.3109/03009742.2013.765032 PMID: 23496224

34.

Heidenreich U, Mayer G, Herold M, Klotz W, Stempfl Al-Jazrawi K, Lhotta K. Sensitivity and specificity
of autoantibody tests in the differential diagnosis of lupus nephritis. Lupus. 2009; 18: 1276–80. doi: 10.
1177/0961203309345753 PMID: 19854810

35.

Bigler C, Lopez-Trascasa M, Potlukova E, Moll S, Danner D, Schaller M, et al. Anti-nucleosome antibodies as a marker of active proliferative lupus nephritis. Am J Kidney Dis. 2008; 51: 624–9. doi: 10.
1053/j.ajkd.2007.10.041 PMID: 18371538

36.

Stummvoll GH, Fritsch RD, Meyer B, Hoefler E, Aringer M, Smolen JS, et al. Characterization of cellular and humoral autoimmune responses to histone H1 and core histones in human systemic lupus erythematosus. Ann Rheum Dis. 2009; 68: 110–6. doi: 10.1136/ard.2007.082032 PMID: 18375534

37.

Sun XY, Shi J, Han L, Su Y Su Y, Li ZG. Anti-histones antibodies in systemic lupus erythematosus:
prevalence and frequency in neuropsychiatric lupus. J Clin Lab Anal. 2008; 22: 271–7. doi: 10.1002/
jcla.20248 PMID: 18634076

38.

Linnik MD, Hu JZ, Heilbrunn KR, Stand V, Hurley FL, Joh T, et al. Relationship between anti-doublestranded DNA antibodies and exacerbation of renal disease in patients with systemic lupus erythematosus. Arthritis Rheum. 2005; 52: 1129–37. doi: 10.1002/art.20980 PMID: 15818711

39.

Ng KP, Manson JJ, Rahman A, Isenberg DA. Association of anti-nucleosome antibodies with disease
flare in serologically active clinically quiescent patients with systemic lupus erythematosus. Arthritis
Rheum. 2006; 55: 900–4. doi: 10.1002/art.22356 PMID: 17139667

40.

Petri MA, van Vollenhoven RF, Buyon J, Levy RA, Navarra SV, Cervera R, et al. Baseline predictors of
systemic lupus erythematosus flares: data from the combined placebo groups in the phase III belimumab trials. Arthritis Rheum. 2013; 65: 2143–53. doi: 10.1002/art.37995 PMID: 23754628

41.

Pan N, Amigues I, Lyman S, Duculan R, Aziz F, Crow MK, et al. A surge in anti-dsDNA titer predicts a
severe lupus flare within six months. Lupus. 2013; 23: 293–8. doi: 10.1177/0961203313515763 PMID:
24316605

42.

Chong BF, Tseng LC, Lee T, Vasquez R, Li QZ, Zhang S, et al. IgG and IgM autoantibody differences
in discoid and systemic lupus patients. J Invest Dermatol. 2012; 132: 2770–9. doi: 10.1038/jid.2012.
207 PMID: 22763789

PLOS ONE | DOI:10.1371/journal.pone.0165373 October 25, 2016

15 / 16

Reactivity against Modified Histone Peptides in SLE

43.

Li QZ, Zhou J, Wandstrat AE, Carr-Johnson F, Branch V, Karp DR, et al. Protein array autoantibody
profiles for insights into systemic lupus erythematosus and incomplete lupus syndromes. Clin Exp
Immunol. 2007; 147: 60–70. doi: 10.1111/j.1365-2249.2006.03251.x PMID: 17177964

44.

Sui M, Lin Q, Xu Z, Han X, Xie R, Jia X, et al. Simultaneous positivity for anti-DNA, anti-nucleosome
and anti-histone antibodies is a marker for more severe lupus nephritis. J Clin Immunol. 2013; 33:
378–87. doi: 10.1007/s10875-012-9825-6 PMID: 23100145

45.

Mok CC. Biomarkers for lupus nephritis: a critical appraisal. J Biomed Biotechnol. 2010; 2010: 638413.
doi: 10.1155/2010/638413 PMID: 20414362

46.

Lacotte S, Dumortier H, Décossas M, Briand JP, Muller S. Identification of new pathogenic players in
lupus: autoantibody-secreting cells are present in nephritic kidneys of (NZBxNZW)F1 mice. J Immunol.
2010; 184: 3937–45. doi: 10.4049/jimmunol.0902595 PMID: 20181885

47.

Muñoz LE, Lauber K, Schiller M, Manfredi AA, Herrmann M. The role of defective clearance of apoptotic cells in systemic autoimmunity. Nat Rev Rheumatol 2010; 6:280–9. doi: 10.1038/nrrheum.2010.46
PMID: 20431553

48.

Beyer C, Pisetsky DS. The role of microparticles in the pathogenesis of rheumatic diseases. Nat Rev
Rheumatol. 2010; 6: 21–9. doi: 10.1038/nrrheum.2009.229 PMID: 19949432

49.

Hoffmann MH, Trembleau S, Muller S, Steiner G. Nucleic acid-associated autoantigens: pathogenic
involvement and therapeutic potential. J Autoimmunity. 2010: 34; J178–J206.

PLOS ONE | DOI:10.1371/journal.pone.0165373 October 25, 2016

16 / 16

